ABSTRACT Various Bacillus spp. capable of producing enzymes with industrially desirable properties have been isolated from adverse environments. Here, we announce the 3.91-Mbp draft genome sequence of a moderately salt-resistant Bacillus vallismortis strain, TD3, capable of producing several industrially relevant enzymes.
of salts in the cytoplasm, as is typical of Halobacterium species. We detected genes encoding mechanisms for the uptake of K ϩ ions, glycine-betaine, carnitine, and proline, all of which are known to be involved in the response to osmotic stress (13) . We also identified genes coding for ␣-amylase, pectin lyase, endoglucanase, several proteases, and a ␤-glucosidase. We are currently exploring the characteristics of these enzymes and their potential applications in relevant industries. Additionally, we are also pursuing the genes and proteins that contribute to the various molecular mechanisms of halotolerance in B. vallismortis TD3.
Data availability. This whole-genome shotgun project has been deposited in DDBJ/ENA/GenBank under the accession no. NXEM00000000. The version described in this paper is the first version, NXEM01000000.
